. Alignment of C-terminal sequences of stalk P-proteins from different species. C-terminal sequences of yeast (Saccharomyces cerevisiae, P0-NP_013444.1, P1-NP_010202.1, P2-NP_010670.3; Schizosaccharomyces pombe, P0-NP_588393.1, P1-NP_593883.1, P2-NP_596513.1), castor bean (Ricinus communis, P0-XP_002526873.1, P1-XP_015578010, P2-EEF33307.1), Arabidopsis (Arabidopsis thaliana, P0-NP_001078125.1, P1-NCBI Accession NP_849569.1, P2-NP_180340.1), maize (Zea mays, P0-NP_001105482.1, P1-NP_001105701.1, P2-NP_001105377.1, P3-NP_001105389.1), rice (Oryza sativa, P0-XP_015650041.1, P1-XP_015650060.1, P2-XP_015623698.1), wheat (Triticum aestivum, P0-3J61_q, P1-3J61_u, P2-3J61_s), barley (Hordeum vulgare, P0 -BAJ92405.1, P1-CCU78173.1, P2-BAJ92129.1), mouse (Mus musculus, P0-NP_031501.1, P1-NP_061341.1, P2-NP_080296.3) and human (Homo sapiens, P0-NP_000993.1, P1-NP_000994.1, P2-NP_000995.1) P-proteins were aligned using MegAlign, Lasergene (DNASTAR, Inc. Madison, WI, USA). 
